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microbiome in a murine-parasite model of inflammatory bowel disease. April. Undergraduate
Scholars Program Student Research Celebration. Bozeman, MT.

Cree Medicine SD, Kills Pretty Enemy T, Broadaway SC, Walk ST. Clostridium difficile
outbreak investigation. August. INBRE/BRIDGES/AIRO Research Celebration.

Kills Pretty Enemy T, Broadaway SC, and Walk ST. Molecular epidemiology of Clostridium
difficile in Bozeman, MT. April. Undergraduate Scholars Program Student Research
Celebration. Bozeman, MT.

Helming A, Martinson J, Walk ST. Quantifying the plasmid curing capacity of natural, non-toxic
compounds in antibiotic resistant bacteria. April. Undergraduate Scholars Program Student
Research Celebration. Bozeman, MT.

Doty DG, Broadaway SC, Walk ST. A clinical epidemiological study of Clostridium difficile
infection at the University of Chicago Hospital. August. INBRE/BRIDGES/AIRO Research
Celebration. Bozeman, MT.

Ekness T, Broadaway SC, Kills Pretty Enemy T, Walk ST. Genetic identification and antibiotic
resistance comparison of Clostridium difficile in institutional outbreaks. April. Undergraduate
Scholars Program Student Research Celebration. Bozeman, MT.

Whitewolf-Lone EIk A, Broadaway SC, Walk ST. Characterization of Clostridium difficile
isolated from clinical samples. August. INBRE/BRIDGES/AIRO Research Celebration.
Bozeman, MT.

Jenkins BR, Corpron J, Huang S, Spence JR, Walk ST, Kominsky DJ. Microbial modulation of
intestinal epithelial barrier function. September. Graduate Student Recruitment Day. Bozeman,
MT.



2016

2017

2017

2017

2017

2018

2019

2019

2019

2020

Snydman DR, McDermott LA, Thorpe CM, Chang J, Wick J, Walk ST, Vickers R. Analysis of
Clostridium difficile isolated from stools of patients enrolled in a phase Il clinical trial of
Ridinilazole (SMT 19969). American Society for Microbiology Microbe Meeting. June 16-20.
Boston, MA.

Broadaway SC, Martinson JV, Walk ST. Reducing the antibiotic resistance gene reservoir by
plasmid curing. USDA National Institute of Food and Agriculture, Institute of Food Safety and
Nutrition Project Director Meeting. July 8, 2017. Tampa, FL.

Coryell M, Li P, Wang Y, McAlpine M, McDermott TR, Walk ST. The human microbiome
protects against arsenic toxicity. NIH Emerging Themes Workshop. August 16-18. Bethesda,
MD.

McAlpine M, Broadaway SC, Alam MJ, Garey KW, Walk ST. Epidemic 027 isolates are highly
virulent in a germ free mouse model of Clostridium difficile infection. ClostPath. August 8-10.
Ann Arbor, MI.

Snydman DR, McDermott LA, Jenkins SG, Goldstein EJC, Patel R, Forbes BA, Johnson S,
Gerding D, Thorpe C, Walk ST. Epidemiologic Trends in Clostridium difficile 1solate Ribotypes
in United States from 2010-2014. IDWeek. October 4-8. San Diego, CA.

Grifka-Walk H, Liss H, Pinkham NV, Balasubramanian G, Jenkins B, Swain S, Walk ST,
Kominsky D. Discovery of a protective and transmissible microbiome that alters intestinal and
systemic inflammatory responses. Pathobiology for Investigators, Students and Academicians.
Molecular Mechanisms of Disease: Tissue Homeostasis, Immune Response, and Cancer.
October 20-22. Ann Arbor, MI.

Coryell M, McAlpine M, Pinkham NV, McDermott TR, Walk ST. Human gut microbiota mitigate
arsenic toxicity in murine model. American Society for Microbiology (ASM) Microbe. June 20-
24. San Francisco, CA.

Martinson JNV, Pinkham NV, Peters GW, Cho H, Heng J, Rauch M, Broadaway SC, Walk ST.
Rethinking gut microbiome residency and the Enterobacteriaceae in healthy human adults.
American Society for Microbiology (ASM) Microbe. June 20-24. San Francisco, CA.

Peters GW, Martinson JNV, Pinkham NV, Broadaway SC, Walk ST. Metabolic fitness allows
Escherichia coli to reside in the human gut. American Society for Microbiology (ASM) Microbe.
June 20-24. San Francisco, CA.

Wilson SM, Pinkham NV, Walk ST, Yeoman CJ, Miles MP. Frequency and mode of physical
activity influence gut microbial composition in overweight and obese adults. American Society
of Sports Medicine. May 26-30. San Francisco, CA.

Invited Seminars/Lectures/Workshops (plenary talks noted in bold):

4/24/2009, Center for Infectious Disease Dynamics Seminar, Pennsylvania State University

Title: The hygiene hypothesis: protective effects of the indigenous microbiota and parasitic
infection

4/23/2010, University of Michigan Microbiome Research Initiative, University of Michigan

Title: Translational microbial ecology

5/30/2011, The School of Life Sciences, Ecole Polytechnique Federale de Lausanne (EPFL)

Title: Pathogen-microbiota-host dynamics during Clostridium difficile infection



9/16/2011, 51-10 Antibiotic Resistance Among Bacterial Pathogens: Mechanisms, Detection, and
Molecular Epidemiology. At the 515t Interscience Conference on Antimicrobial Agents and
Chemotherapy (ICAAC) in Chicago, lllinois

Title: Methicillin resistant Staphylococcus aureus (MRSA) and Clostridium difficile
4/2/2012, Geriatrics Research Symposium. University of Michigan, Ann Arbor, Mi

Title: Predicting severe Clostridium difficile infection in elderly patients
5/22/2012, Montana State University. Bozeman, MT

Title: Considering microbiologic variation in molecular microbial ecology.

11/1/2012, 11" International Conference on Molecular Epidemiology and Evolutionary Genetics of
Infectious Diseases. Plenary Talk, Loyola University, New Orleans, LA

Title: Meet the neighbors: Discovery of cryptic Escherichia clades changes our understanding
of E. coli evolution

9/17/2013, Department of Immunology and Infectious Disease Seminar Series, Montana State
University, Bozeman, MT

Title: Germ free models to identify immunomodulation by Gl tract microbiota
11/7/2013, Center for Biofilm Engineering, Montana State University, Bozeman, MT
Title: The potential importance of Gl tract biofilms in human health and disease

12/7/2013, Clostridium difficile Gulf Coast Collaborative Meeting, University of Houston College of
Pharmacy, Houston, TX

Title: Next generation strain typing of Clostridium difficile

6/7/2014, American Association for Laboratory Animal Science (AALAS), Northern Rocky Mountain
Branch Meeting, Flathead Lake Biological Station, Yellow Bay, MT

Title: Germ free mouse models for microbiome research

6/25/2014, Clinical and Translational Research — Integrated Network (CTR-IN) Annual Meeting,
University of Nevada Las Vegas, Las Vegas, NV

Title: Multicenter surveillance of Clostridium difficile infection in the US: Examination of current
testing guidelines

9/30/2014, Department of Plant Sciences and Plant Pathology, Montana State University, Bozeman,
MT

Title: Germ free models for studying host-associated microbiomes

11/24/2014, University of Montana, Division of Biological Sciences, Missoula, MT
Title: Human intestinal organoids for microbiome research

2/12/2015, Montana State University, Kopriva Lectureship in Interdisciplinary Biomedical Sciences
Title: The Gl tract microbiome in human health and disease

4/23/2015, Department of Pharmacy Practice and Translational Research, University of Houston
School of Pharmacy, Texas Medical Center, Houston, TX

Title: Molecular typing tools for Clostridium difficile
7/13/2015, Montana Biofilm S&T Meeting, Bozeman, MT
Title: Clostridium difficile and health care-associated infection
10/3/2015, Inflammatory Bowel Research Day, Crohn’s and Colitis Foundation, Bozeman, MT



Title: IBD and the microbiome

10/30/2015, University of South Florida, Department of Cell Biology, Microbiology, and Molecular
Biology, Tampa, FL

Title: The mammalian microbiome detoxifies arsenic
1/18/2016, Wonderlust Lifelong Learning, Bozeman, MT
Title: The human microbiome
2/3/2016, Institute on Ecosystems Rough Cut Series, Montana State University, Bozeman, MT

Title: The discovery of environmental Escherichia coli and its potential impact on
environmental health sciences

5/11/2016, Annual Retired Faculty and Staff Dinner, Montana State University, Bozeman, MT
Title: The human microbiome; recent discoveries
6/3/2016, Center for Protease Research, Plenary Talk, North Dakota State University, Fargo, ND
Title: Detoxification of arsenic by the human microbiome
2/6/2017, Center for Biofilm Engineering, Montana State University, Bozeman, MT
Title: Engineering human intestinal organoids and arsenic detox by the human microbiome
3/29/2017, Department of Microbiology, Ohio State University, Columbus, OH
Title: Microbiome detoxification of arsenic: active metabolism or biomass incorporation?
4/4/2017, Wonderlust Lifelong Learning, Belgrade, MT
Title: The use of new DNA technologies to promote human health
4/7/2017, American Society for Clinical Laboratory Science, Branch Meeting, Bozeman, MT
Title: The epidemiology of Clostridium difficile infection

4/26/2017, Department of Veterinary and Biomedical Sciences, Pennsylvania State University,
University Park, PA

Title: Arsenic detoxification by the human microbiome
7126/2017, Infectious Disease Genomics Conference, Plenary Talk, Austin, TX
Title: Phages and the phageome as novel infectious disease therapeutics
7/17/2018, Center for Biofilm Engineering, Montana State University, Bozeman, MT
Title: Life in the human gut microbiome

7/18/2018, Metabolism of Environmental Toxicants by the Gut Microbiome, Montana State University,
Bozeman, MT

Title: Microbiome functions underlying arsenic toxicity in mice

11/2/2018, Thomas S. Whittam Symposium, Michigan State University, Microbiology & Molecular
Genetics, East Lansing, Ml

Title: Temporal dynamics of Enterobacteriaceae in healthy human adults
3/3/2019, Crohn’s and Colitis Foundation Education Day, Montana State University, Bozeman, MT
Title: The bugs in your belly and what they do

6/1/2019, Familial Dysautonomia Day, New York University, Langone Medicine Center, New York,
NY



Title: FD and the gut microbiome

6/26/2019, US Federal Drug Administration, Greenbelt, MD

Title: Human gut microbiome: some ecology and function

7/9/2019, Vanderbilt Institute for Infection, Immunology, and Inflammation (VI4), Vanderbilt University,

Nashville, TN
Title: Temporal dynamics of the human gut microbiome

9/16/2019, Delaware Valley Drug Metabolism Discussion Group, Philadelphia, PA

Title: Microbiome determinants of arsenic toxicity

Grant Review Service:

2015

2016

2016

2016

2016

2017

2018

2018

2018

2018

2019

2019

2019

2019

2019
2019

National Institutes of Health, Systemic Injury from Environmental Exposure (SIEE) Study
Section, Ad hoc reviewer

National Institutes of Health, Xenobiotic and Nutrient Disposition and Action (XNDA) Study
Section, Ad hoc reviewer

National Institutes of Health, National Institute of Allergy and Infectious Diseases, Pre-clinical
Models of Infectious Diseases Special Emphasis Panel, NO1 Contract Review, ZAl1-JKB-M-C2

National Institutes of Health, National Institute of Allergy and Infectious Diseases, Pre-clinical
Models of Infectious Diseases Special Emphasis Panel, NO1 Contract Review, ZAl1-JKB-M-C3

National Institutes of Health, ZRG1 IDM-B 80 S, Topics in Microbial Pathogenesis Special
Emphasis Panel

National Institutes of Health, Systemic Injury from Environmental Exposure (SIEE) Study
Section, Ad hoc reviewer

National Institutes of Health, ZRG1 DKUS M(50), Special Emphasis Panel for RFA ES-18-005,
National Institute of Environmental Health Sciences

National Institutes of Health, ZES1 LWJ-S (R2), Special Emphasis Panel for RFA-ES-17-009,
National Institute of Environmental Health Sciences

National Institutes of Health, Systemic Injury from Environmental Exposure (SIEE) Study
Section, Ad hoc reviewer

National Institutes of Health, Special Emphasis Panel ZES1 LWJ-D(RI) 1, RIVER R35,
National Institute of Environmental Health Sciences

National Institutes of Health, Host Interactions with Bacterial Pathogens (HIBP) Study Secion,
Ad hoc reviewer (Feb)

National Institutes of Health, Host Interactions with Bacterial Pathogens (HIBP) Study Secion,
Ad hoc reviewer (June)

National Institutes of Health, Superfund Hazardous Substance and Training Research Review,
ZES1 JAB-D 1 (June)

National Institutes of Health, Evaluation of the P42 Superfund research grant applications,
ZES1 JAB-D (SF) 1 (July)

National Institutes of Health, Small Business: Digestive Sciences, ARG1 DKUS-R (10) B

National Institutes of Health, National Center for Complementary and Integrative Health,
Botanical Dietary Supplements Research Centers (U19), ZAT1 AJT (12) (Sept)



2020 National Institutes of Health, Small Business: Digestive Sciences, ARG1 DKUS-R (10) B (Feb)

2020 National Institutes of Health, Host Interactions with Bacterial Pathogens (HIBP) Study Secion,
Ad hoc reviewer (Feb)

Research Support (complete grants in regular text; active grants in bold italics; pending grants in
underlined italics):

6/2008 — 5/2011 NIH Fellow T32 HL0O07749-15
Multidisciplinary Training Program in Lung Disease
7/2008 — 12/2010 Postdoctoral Translational Scholars Program

Awarded by the Michigan Institute for Clinical and Health Research (A Clinical and
Translational Science Award from the National Center for Research Resources,
Grant Number UL1RR024986)

10/2011 — 3/2012 Pilot and Exploratory Studies Core of the UM Claude Pepper Older Americans
Independence Center (OAIC) and the Michigan Institute for Clinical and Health
Research (MICHR)

Title: CDl isolates in older vs. younger patients; immune biomarkers and Gl tract
microbial ecology

5/2012 — 4/2017 NIH/NIAID KO1AI097281
Role: PI
Mentored Research Scientist Career Development Award (K01)

Title: Phylogenomic epidemiology of Clostridium difficile

9/2013 — 6/2014 Mountain West Research Consortium, Clinical Translational Research — Integrated
Network (CTR-IN) Pilot Grant Award

Role: Project leader (PI: Robert Langer)

Pilot grant

Title: Multicenter epidemiology and diagnosis of Clostridium difficile infection
2/2014 — 1/2016 NIH/NIAID R21AI111145

Role: PI (with Carl J. Yeoman, contact)

Exploratory/Development Grant

Title: Microbial polyamine-mediated reductions in vaginal acidity; A mechanistic
understanding

5/2014 — 10/2015 Bill & Melinda Gates Foundation OPP1108199
Role: PD/PI (with Jason R. Spence and Blake Wiedenheft)
Grand Challenges Explorations Grant (Round 12)

Title: Engineering human intestinal organoids to model dysbiosis during enteric
infection

1/2016 — 12/2017 NIH/NIEHS R21ES026411
Role: Contact PD/PI (with Timothy McDermott)
Exploratory/Development Grant



Title: Arsenical production in germ free and humanized mice

1/2016 — 12/2017 USDA/NIFA 2016-69003-24616

6/2016 - 5/2017

4/2017 — 3/2019

7/2018 — 6/2019

8/2017 — 7/2022

9/2017 - 7/2019

9/2018 — 5/2023

8/2019 - 7/2022

9/2019 - 6/2024

Role: Pl

Seed Grant

Title: Reducing the antibiotic resistance gene reservoir by plasmid curing
NIH/NIAID RO3AI126271

Role: PD/PI (with Carl Yeoman, contact PI)

Small Research Grant

Title: Optimization of a murine model of the human vaginal microbiome: A much
needed tool for understanding the connections between vaginal microbes and host
health

USDA/NIFA 2017-67018-26367
Role: Co-PI (with Carl Yeoman and Mary Miles, contact PI)
Seed Grant

Title: Determining the Gut Microbiota-dependent Impacts of Anthocyanin-rich
Aronia Berries on Obese Individuals of Distinct Inflammatory Phenotypes

NIH/NIEHS R13ES029390

Role: Contact PD/PI

Conference and scientific meetings grant

Title: Environmental toxins and the gut microbiome

NIH/NCI R0O1CA215784

Role: Contact PD/PI (with Timothy McDermott)

Title: Mechanisms of arsenic detoxification by the human microbiome
NIH/NIDDK R21DK114607 (no cost extension)

Role: PD/PI (with Jennifer L. Dubois, contact PD/PI)

Title: Understanding the contributions of commensal bacteria to human Fe
metabolism

NIH/NIDDK RO1DK117473

Role: PD/PI (with Valerie Copie and Frances Lefcort, contact PD/PI)
Title: Metabolic control of gut-brain axis in Familial Dysautonomia
NIH/NIEHS RO1ES030940

Role: Co-Investigator (Matthew Rand, PD/PI)

Title: Microbial mechanisms of methylmercury metabolism in humans
NIH/NIBIB U01EB029242

Role: Contact PD/PI (with Diane Bimczok, and James N. Wilking)

Title: Integration of mononuclear phagocytes into the human gastrointestinal
GOFlowChip for investigation of luminal antigen sampling

10/2020 — 9/2022 NIH/NIAID




Role: Contact PD/PI (with Evgeni V. Sokurenko)

Title: Decolonization of fluoroquinolone resistant Escherichia coli from the human
gut

Instrumentation Grants:
11/2016 — 10/2017 National Science Foundation, Major Research Instrumentation Grant 1039785

Role: Co-PI (James Wilking, PI)
Title: Acquisition of optical coherence tomography at Montana State University
Amount: $105,000

12/2016 — 5/2019 MJ Murdock Charitable Trust

Role: Co-PI (with Diane Bimczok, PI)

Title: Cell and molecular fluorescence imaging facility phase V — Enhanced
imaging and phenotyping

Amount: $241,852

9/2017 — 8/2019  National Science Foundation, Major Research Instrumentation Grant 1726561

Role: Co-PI (with Robin Gerlach, Co-Pl; Matthew Fields, Co-Pl; and Roland
Hatzenpichler, PI)

Title: Acquisition of a confocal raman microscope with cell-sorting capability at
Montana State University

Amount: $354,758

Contracted/Consulting Services:

2013

2015

2016

2017

2017

Aerpio Therapeutics Inc.

Service: Testing service for the efficacy of AKB-4924 against Clostridium difficile
infection in mice

Total: $11,000
C3Jian Inc.

Service: Supply Clostridium difficile isolates from a multicenter surveillance study in the
United State

Total: $3,500

Kevin W. Garey, University of Houston School of Pharmacy

Service: Testing service for modeling Clostridium difficile infection in germ free mice
Total: $20,000

Paul E. Carlson, Jr., Food and Drug Administration

Service: Derivation and supply of transgenic and wild-type, germ free mice

Total: $23,065

David R. Snydman, Tufts Medical Center

Service: PCR Ribotyping of Clostridium difficile isolates for two Phase Il clinical trials



Total: $10,000

2018 Paul E. Carlson, Jr., Food and Drug Administration
Service: Derivation and supply of transgenic and wild-type, germ free mice
Total: $25,600

2019 KC Harvey LLC.
Service: Fecal coliform testing of wastewater and pathogen identification
Total: $5,000

Teaching Experience:
2008-2010, University of Michigan
Assistant Instructor for Eukaryotic Microbial Symbioses (MMG460/IntMed460)

| taught 3 lectures (90 minutes) per semester on Gl tract microbial ecology. This is an upper
level undergraduate course.

2013-2017, Montana State University
Instructor of General Microbiology (BIOM360)

This is a 5-credit course comprised of 3 50-minute lectures and 2 2-hour laboratories per week
over a 15-week semester. It is a core course requirement for microbiology undergraduate
majors and an elective for other science and non-science majors. | co-instruct this course with
two faculty colleagues, and our time is split equally among 3 lectures per week and supervision
of 4 laboratory sections.

2013-present, Montana State University
Co-Instructor of Animal-Associated Microbial Ecosystems (BIOM405/MB505)

This is a 4-credit course for graduate and upper-level undergraduate students. | co-instruct this
course with two faculty colleagues, and our time is split equally among 3 lectures and one
laboratory per week.

2013-present, Montana State University
Guest lecturer in Introduction to Biotechnology (BIOB 105)

This is an introductory course for undergraduates that overviews techniques and processes
involved with biotechnology, with a particular emphasis on research.

2014-present, Montana State University
Guest lecturer in Careers in Microbiology (BIOM 101)

This is an introductory course for undergraduates that overviews various occupations of
microbiologists, drawing on the diverse expertise around the Montana State University
campus.

2015-present, Montana State University
Guest lecturer in Medical Microbiology (BIOM 400)

This is an upper-level undergraduate course covering selected viral, bacterial, and protozoan
human pathogens, emphasizing disease process and immune responses.

2015-present, Montana State University
Guest lecturer in Immunology (BIOB 410)



This is an upper-level undergraduate course covering the fundamentals of cellular and
molecular immunology, including T-cell biology, major histocompatibility antigens, regulation of
the immune response, transplantation, and immunological diseases.

2015-present, Montana State University
Guest lecturer in Clinical Laboratory Science Summer Practicum (BIOH 470)

This is a clinical laboratory science course that includes lecture and laboratory instruction in
clinical immunohematology, clinical chemistry, phlebotomy, clinical hemostasis, clinical
microscopy and urinalysis, clinical body fluids, transfusion techniques, and clinical
microbiology.

2018-present, Montana State University
Instructor of Microbiology Capstone (BIOM 494)

This is a 1-credit course for senior-level Microbiology & Immunology undergraduates and is a
requirement for graduation. Students prepare and deliver two scientific presentations as well
as review presentations by their peers.

2018-present, Montana State University
Instructor of Introductory Programming for Biologists (BIOM491/MB591)

This is a 3-credit course for upper-level undergraduate and graduate students. The courses
are co-convened and is entirely computer laboratory focused. Students obtain introductory
knowledge of Python, R, and basic command line programming. Graduates also complete an
in-depth project based on their own data.

Graduate Student Instruction (Major advisor or co-advisor*):
Stephen Olshefsky, M.S., Microbiology and Immunology, Summer 2015
Nickolas Pinkham, M.S., Microbiology and Immunology, Summer 2017

Michael Coryell, Ph.D., Molecular Bioscience Program, Microbiology and Immunology, August
2019

Jonathan Martinson, Ph.D., Microbiology and Immunology, Dec 2019 (expected)

Brittany Jenkins*, Ph.D., Molecular Bioscience Program, Microbiology and Immunology, May
2020 (expected)

Benjamin Dueling*, Ph.D., Molecular Bioscience Program, Microbiology and Immunology, May
2023 (expected)

Joshua Matt*, Ph.D., Microbiology and Immunology, Spring 2024 (expected)
Genevieve Coe, Ph.D., Microbiology and Immunology, Spring 2023 (expected)
Lila Bullchief, M.S., Microbiology and Immunology, Spring 2021 (expected)

Postdoctoral Fellow Mentorship:
Barbara A. Roggenbeck, Ph.D., February 2018 — present
Qian Wang, Ph.D., January 2018 — present
Jingxin Xi, Ph.D., September 2018 — present



Competitive Mentee Awards:

MSU Department of Microbiology & Immunology, Irving L. Weissman Undergraduate
Biomedical Research Support Fund (2014) awarded to Jonathan Martinson for exemplary
academic and undergraduate research performance in the Walk Lab. This is the most
prestigious undergraduate research award from the MSU Department of Microbiology &
Immunology.

NIH/NIEHS (2016), National Research Service Award (F31ES026884) to support Ph.D.
training of Michael Coryell in the Walk Lab.

MSU Kopriva Graduate Student Fellowship (2018) awarded to Jonathan Martinson to
recognize and support the Ph.D. research of an outstanding graduate student in the areas of
physiology and/or biochemistry. This is a highly competitive award and the most prestigious
graduate fellowship awarded at MSU.

MSU Cole-Tierney Award (2018) given to Brittany Jenkins in recognition of excellence in her
Ph.D. research. This is a highly competitive research and/or travel award given to MSU
graduate students to support the goals of their dissertation research.

MSU Department of Microbiology & Immunology, Outstanding Senior Award (2018) awarded
to Hannah Cho for exemplary all-around academic and research performance by a senior-
level undergraduate.

MSU Department of Microbiology & Immunology, Outstanding Senior Award (2019) awarded
to Garrett Peters for exemplary all-around academic and research performance by a
senior-level undergraduate.

Cameron Presidential Scholarship (2019) awarded to Garrett Peters for academic
achievement, demonstrated leadership, and a commitment to public service. This is
MSU’s most prestigious academic scholarship and supports recipients financially for an entire
academic year.

Barry Goldwater Scholarship (2019) to support the undergraduate research and training of
Garrett Peters. Garrett was one of 493 awardees selected from a pool of more than 5,000
applicants nominated by 443 academic institutions across the US.

Undergraduate Research Mentorship:
Independent Research Projects (BIOM 490R):
Morgan Derby (2014)

Annie Liotta (2014)
Jacob Burgess (2016)
Garrett Peters (2016)
Roxanna Condon (2016)
Chelsie Wharton (2017)
Casey Adams (2017)

Undergraduate Scholars Program/INBRE:
Sean Stettner, 2013-2014
Jonathan Martinson, 2014




Anne Andrechak, 2014-2015
Arielle Potter, 2014-2015

Thayne Ekness, 2015

Delancey Doty, 2016

Andrew Helming, 2016

Jeremy Heng, 2017

Hanbyul (Hannah) Cho, 2018-2019
Garrett Peters, 2018-2019

Heather Cox, 2018-2019

Hughes Scholars:
Kaitlyn Okrusch, 2014-2015
Trisheena Kills Pretty Enemy, 2015-2016

McNair Scholar:
Trisheena Kills Pretty Enemy, 2016-2019
Autumn Schram, 2017-2018

BRIDGES to Baccalaureate Program Fellows:
Raymond White, 2013

Trisheena Kills Pretty Enemy, 2014

Sherri D. Cree Medicine, 2015

Ashley A. Whitewolf-Lone Elk, 2016

Kassie Big Man, 2017

Visiting Undergraduate Fellows:

Jessica Eggers, Stanford University, Summer 2017

University Leadership and Service:

2013 - 2015 Co-leader of MSU Department of Microbiology & Immunology journal club
2013 — present Co-director of MSU Department of Microbiology & Immunology seminar series
2014 - 2017 Co-director of the MSU Molecular Biosciences Program

2013 - 2014 Search committee member for the MSU Department of Microbiology &

Immunology Department Head

2015 - 2016 Search committee member for the MSU Department of Microbiology &
Immunology Environmental Microbiologist



2015 Search committee member for the MSU Department of Microbiology &
Immunology Fiscal Operations Manager

2016 — 2017 Faculty Senate Representative for the MSU Research Council

2017 — present Director, Environmental Health Program

2018 — present Accreditation of Environmental Health Program through the National
Environmental Health Science and Protection Accreditation Council

2017 Search committee member for the MSU Attending Veterinarian

2019 Search committee co-chair for the MSU Department of Microbiology &

Immunology Environmental Microbiologist

Community Leadership:

2016 — present Gallatin City-County Board of Health, Representing City
Commission

2017 — present Gallatin City-County Board of Health, Environmental Health Subcommittee
2019 — present Gallatin City-County Board of Health, Budget Subcommittee

Service to the Scientific Community:
Editorial Activities:

2011 Bacterial Population Genetics: A Tribute to Thomas S. Whittam. Edited by Seth T. Walk
and Peter C. H. Feng. 2011. ASM Press. Washington, DC. ISBN 978-1-55581-535-6.
2015 — present Associate Editor for EcoSal Plus - Domain 9 (Life in Communities and the

Environment)
2020 — present Editorial Board of Toxicological Sciences

Journal Peer Review:

Environmental Microbiology, Microbiology, Applied and Environmental Microbiology, Journal of
Clinical Microbiology, Journal of Bacteriology, Infection and Immunity, Gastroenterology,
Diagnostic Microbiology and Infectious Disease, Journal of Infectious Diseases, Journal of
Applied Microbiology, Journal of Molecular Epidemiology, and Evolutionary Genetics of
Infectious Diseases, FEMS Microbiology Letters, mSphere, Neurotoxicology.

Awards:
2014 Kopriva MSU Lectureship in Interdisciplinary Biomedical Sciences
2017 Department of Microbiology & Immunology Faculty Colleague of the Year Award

Memberships:
American Society for Microbiology
Anaerobe Society of the Americas
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